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X-ray crystallographic analysis of biliverdin-heme oxygenase complex

v 1E—
Masakazu Sugishima

YN P PN S S
Kurume University School of Medicine

M1 Al MA(ESZ A S ER S AT AL — ) BRET . ERMAELAORBICHEET (1),
(), () #BFELTF I,

¥ 2 FIABEROBMARSLERBEIL AR AREE L IFZIICHAFEER TH ZFELANICHFREBEREL
B {3 (HHA) ORXEXIIMEL L X —OEREARTAR) DLETT, (FFAT
a— A EFEL)

1. B (E: FRzanvTrFawn)

NLADGBRRAICBITL2FEBERTCHLIALAFXF T —EBLZ2ORIEMTHLEY
SR rEERIE L, BEURNAYUCOBAMEEZAMEICT 72012, oM
2 Zn % Y —F v 7 TR BRI oW T, XREIFRIEZ4TR o7, =B, Zn®' i3 e
IR ZFL—bFEND, LAL, fORES -EHREZNIEERI R0,
BABREE TOEFTT —F LARETEF Zn Ok F TOMBLHET S LI TE
Rinote, A%, HROKER X CHBEEIEORELZTILERD 5,

(English)

Heme oxygenase which is involved in heme metabolism was crystallized with its product,
biliverdin. To clarify the binding position of biliverdin, Zn®*, which would be incorporated
into biliverdin, was added to the crystal, and then the X-ray diffraction data were collected.
Due to the poor crystal size and quality, the crystal was diffracted by around only 6 A, and the
position of Zn?* could not be identified in the anomalous difference Fourier map.
Improvements of the crystal size and quality, and freezing conditions are required to obtain
better map.
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