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High resolution X-ray crystallographic analysis of glucosekinase from Antarctic

Pseudoalteromonas sp. AS-131
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(English)

We have created a co-crystal of conditions, including the ATP analog and glucose
complex of glucokinase from Antarctic Pseudoalteromonas sp. AS-131. Results
diffraction experiments of complex crystals, because collection preparative data
R-merge poor diffraction data were obtained at low resolution at 3.0 A, these data
could not be carried out structural analysis.
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Summary of data collection statistics

Spacegroup P4132

Unit cell dimensions 168.19 168.19 168.19
90.00 90.00 90.00

Mosaicity 0.78

Resolution range 23.32 - 3.05 (3.15 - 3.05)

Total number of reflections 353835

Number of unique reflections 16069

Average redundancy 22.02 (21.98)

% completeness 99.8 (99.2)

Rmerge 0.766 (0.939)

Rmeas 0.784 (0.961)

RmeasA (I+]- reflns kept apart) 0.787 (0.962)

Reduced ChiSquared 0.99 (0.82)

Output <I/sigl> 3.7 (2.6)

Note: Values in () are for the last resolution shell.
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