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(English)

Heme oxygenase (HO) is involved in physiologicalntee degradation. HO reactign
requires the reducing equivalents from NADPH-cytomhe P450 reductase (CPR). In this
experiment, we collected small-angle X-ray scatigrprofiles from CPR-HO complex, CPR,
and HO. Radii of gyration from the profiles are sistent with those calculated from the
crystal structures of themAb initio dummy atom models obtained from the scatteringfipes
are also roughly consistent with the crystal stures.
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